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The Subordd Zygoptera of Order Odonata (tnsecta) rQreselts the most dciert damselflis wirh their

ancestos known to exist 250 nillion yeds ago They are geogrphicallv dishibuted in all continents excepl

Antartica dd ecologicalty inportani as bioitrdicators ald tiocontrol agents Coenagtionidae is the tuosl

abundant damselfly fdily anong the Zygoltetus l! the present studv, we assessed the Plrvlogentic
rolationships of 3 Coelaerioddae membe6 (rrnuru autorl, Ceiasriob dtune'delianun dad Copda
zalS1r"d) using mirochonddal cltocbrome oxidase subunit I (COI) gene luker. The parnallv mPlified
PCI prcduct of this gere yi€lded 606 bp,573 bp.nd 616 bp long DNAS r€slectively. The lucleotide
BLAST analysis coffirmed the t xotrotomic idendry of a1l these species. We lad taken two sp€cies ftom

coendgrionidae dd CalQttrigidae fdilies from NCBI GenBanl for compdative studv- Phylogeretic iree
constscled by Neighbou; joining eethod showed that Coenagrionidae membes represeni nonolhvlelic
ancestry due ro its coDsistent divergence fir)m a commotr ucestor. Amoog these memberc. kchnura au@a
are laving a sister clade relationship with Capeta tuaryiaiPes \9\icl], temained in the sane clade and
Cenagrion corotuen lelianun wirh Ceiagrion certuotu ellru in snother clade. The average A+T content
ofall rhese speci.s dre 62.01% while GrC codent is 37.97% showing a strong A+T bias The nuclentide
$bstitution an.lysis sfates tn ar Coperu Balli4ipes ls haaiDg highesi value than other membe6 due to the
kansition of Cyiosine and Thimine. Thlrs the preseDt studv concluded thal c)'tochrone oxidale I i\ r

etrective tool tor the spccics identifi.ation atrd Phylogenelic relationshjps ofcLosetv related species
Kew ot ds. ZtBop 1 era, Co enagri onid ae, DN Ab a rc o d in g, C y t a c h ron e ot i da s elSme

Introduction
Drago,flies a.d darnselflies collectively called OdoDates afe one ofthe nost common insects flving

over forests,fields,n.adows,ponds ad rivers ( SubFndian,KA,2005).Zvgoptem represents th€ most

!;mitive anc;ent damselflies with their fossjls iecord dates back to Pemid era about 230-280 nill ion vearc
ago.This slrborder is .he second laryest aquatic imect order in the dnlal kingdom composed of l9 extant

families(Dijktra & KalkJtan,20l2).Th€y ar€ nostly snallish,slender species with rclaiivelv weak

flight.They arc predacious,hemin€tabolous and amphibiotic insects present all kinds of freshwalei bodies

(Silsby J., and Tiple A.D).Dans€lflies are good indicators of environmental changes such as sensitive to

changes in rhe habitats,atnospheric temperanres and weather condirion. (Corbet PS and Subrarnanian,
K.A).In this work,we pres€nts the plylogenetic hlpo$esjs for the €volutionary relarionships of

Coenagrioni&e nemb€rs.
Coflagonidae is the most diverse and abundant damsclfly familv of the sutordfl zygopten Aiout

I 100 species are reported lion this family making Coenagronidae as the largest damselfly familv.This familv

has 6 subfamilies such as Agriocnemidinae, Arginae, Coenagrioninae, Ischnuriae, Leptobasitae,

Psuedognoninae.Molecular reclniques provides powertul tool for the study of insect popllation ecologv and

insect systenratics. Analysis ofmitochondrial DNA (mt DNA) is particularlv usefirl as molecular market ro

discrimilate between closely r€lated species and lo monitor a specific population in the field (Hebert

.,2004).A 648 bp region ofthe c)'iochrome oxidaie I g€ne in the ntDNA forms the primary DNA barcode

s€quence for menbers of aninal kingdom.Itr the present siudv we have analvsed rh€ phvlogenetic

relationships of thee Coenasrionidae membe6 using COI sene mdker.

Matcrihls And Methods

Slmple Collection And Pr€servation: Dagonfli€s were collected by hand sweep netting and rand.h field

sampling method rvas used to cover entire study area. Moryhological identification was don€ jlom i,'onomic
experts. Eacl spec;nen was then placed in a separate collecting bottle, assigned a code number and stored in
70% ethanol until turther use. Molphologi€al identificaiion as done from taxoromic experts lo extact
DNA. the niddle and hindles of each specimen was removed l€aving the rest ofth€ specirnen as vouchers


